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ABSTRACT

Farly detection of veterinary diseases play a crucial role in containing and preventing outbreaks, which can imperil food security, human health, and cause significant economic loss. Current work-flows often take more than 24 hours from sample collection
to results, potentially increasing the risk of disease spread. Disease surveillance efforts would benefit greatly from tools that enable rapid, point of need detection. Biomeme has developed a portable, hand-held real-time PCR (rtPCR) machine that, when
used in conjunction with their rapid ~one minute M1 Sample Prep™ method and ambient temperature Go-Strip™ reagents, allows the user to carry all necessary reagents and equipment in a backpack and go from sample collection to results in one hour.
Here, we assess the feasibility of applying Biomeme’s rapid tools for nucleic acid isolation and detection in avian and equine commonly used but technically challenging sample types and matrices. This platform has the potential to serve as a field-
deployable tool for rapid, specific, and sensitive pathogen detection.
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